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How to access Application Preferences
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Multitask with additional windows
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Set to up to 10

Set to up to 5
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Prevent technical errors

Set to >1000
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Clear the cache

Set to 200 MB to 10 GB

The “magic wand”
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Saving your preferences

Select Save button

Log out of IPA

Log back into the program

Steps:
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Convert IDs: bioDBnet
db2db

https://biodbnet-abcc.ncifcrf.gov/db/db2db.php
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https://biodbnet-abcc.ncifcrf.gov/db/db2db.php
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Convert IDs: bioDBnet
dbOrtho

https://biodbnet-abcc.ncifcrf.gov/db/dbOrtho.php
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https://biodbnet-abcc.ncifcrf.gov/db/dbOrtho.php
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Metabolomics IDs

Convert IDs: MBROLE*

http://csbg.cnb.csic.es/mbrole2/conversion.php

*Uses older HMDB identifiers

HMDB, PubChem, KEGG, and CAS Registry

Use latest HMDB ID (seven digits, not five)

ID types you can use:
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http://csbg.cnb.csic.es/mbrole2/conversion.php
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Add multiple IDs to maximize mapping
Up to five ID columns per dataset
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MicroRNAs

Map miRNAs as “mature”

Use mRNA targets for Core Analyses

Use the MicroRNA Target Filter

14



Sample to Insight

Mature MicroRNAs

Increases the specificity of targeting information

Grouped into entities based on same 
seven-nucleotide “seed sequence
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Format files Upload data Select multiple datasets

Create results repository using Batch Upload
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1 2 3

Add metadata to 
dataset files

Select “Batch Upload 
Datasets….” option

Metadata (key-
value pairs)

IDs and data

Select directory and 
destination of saved datasets
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Add metadata to datasets

Metadata keys useful for Analysis Match

Easily search for related datasets/analyses
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Enable Causal Networks
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Species filter
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Most endogenous chemicals are uncategorized

Check “Uncategorized” for Metabolomics Analyses
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Generate the right stats for “small” platforms
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All molecules identified by the ‘omics technology used

Used in p-value calculation for enrichment 

Use the correct Reference Set (user dataset)

When setting up your Analysis:

Upload entire dataset.

Set cutoffs to find most significantly-perturbed 
molecules in the dataset.
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Upstream Analysis results Generate network

Select and connect multiple upstream regulators

23

1 2 3

Select upstream 
regulators of interest

Select “Display 
as Network”

Network is 
generated
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Filtering categories in Regulator Effects
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Use “Generate Networks” option
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Find category Regenerate network

Regulator Effects: Generate revised networks
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1 2 3
Deselect category; 

click ”OK”
Go to Diseases and 

Functions results
Select “Generate Network” 

button
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Connect to/from one node
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Select only ONE node
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Path Explorer: Find the shortest path between nodes
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Grow to a constrained set of molecules
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Filter to 
data/analysis/list 
of interest
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Use the confidence filter to fine-tune miRNA targeting
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Filter based on 
source of 
miRNA/target 
mRNA 
information
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Additional resources
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Recorded webinars and tutorials available at tv.qiagenbioinformatics.com
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Additional resources
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Online help manual available at http://qiagen.force.com/KnowledgeBase/KnowledgeIPAPage
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Customer Support and additional resources
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Telephone:

• Global: +1 (650) 381-5111

• US Toll Free: +1 (866) 464-3684

• Denmark Toll Free: +45 80 82 01 67

• German Toll: +49 (0)341 33975301 

Email:

ts-bioinformatics@qiagen.com

Websites:

www.qiagen.com

www.qiagenbioinformatics.com

tv.qiagenbioinformatics.com

Contact Contact us
via email or telephone

Reply A response 
within ONE business day

Hours 00:00 - 16:00 Pacific
09:00 - 00:00 CET



Sample to Insight

Thank you for attending!
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Questions?


